The assessment of follicular fluid metabolite profile in poor
and high responder patients undergoing intracytoplasmic
sperm injection.
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MATERIALS AND METHODS
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Fig: (a) PCA and (b) PLS-DA analysis. The triangle represents the high responder
group (HR), cross points represents the normal responder group (NR) and X points
represents low responder group. Panel (c) ion representative from LR group and panel
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Encyclopedia of Genes and Genomes (KEGG) terms were calculated using the
ClueGO plugin, both in CytoScape 3.4.0 software.
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success with reduced discomfort, emotional and financial
costs for the patients.
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